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Amendment to the Claims: 

This listing of claims will replace all prior versions, and listings, of claims in the 
application: 

Listing of Claims: 
1-15. (Cancelled) 

16. (Previously Presented) A peptide consisting of the formula; 
X,X 2 X 3 RX4LX 5 F (formula II) (SEQ ID No. 2) 

wherein Xi, X 3 , X4 and X 5 are each a natural or unnatural amino acid and X 2 is serine 
or alanine. 

17. (Original) A peptide according to claim 16, wherein X 5 is selected from 
isoleucine and glycine. 

18. (Original) A peptide according to claim 16, wherein Xi and X4 are both basic 
amino acid residues and X 3 is a basic or polar residue. 

19. (Original) A peptide according to claim 18, wherein X\ is histidine and X4 is 
arginine, and X3 is lysine or cysteine. 
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20. (Previously Presented) A peptide consisting of the formula; 



XiXiXjRX^LXsF (SEQ ID No. 2) 

wherein Xj , X3, X4 and X 5 are each a natural or unnatural amino acid and X 2 is serine 
or alanine, wherein the peptide is 

(a) modified by deletion of one or more amino acid residues; 

(b) modified by substitution of one or more natural amino acid residues by the 
corresponding D-stereomer; 

(c) a cyclic; 

(d) modified by reversing the order of the final two residues at the C-terminal 

end; 

(e) any combination of (a)-(d). 

2L (Previously Presented) A peptide consisting of the formula; 
X,X 2 X 3 RX4LX 5 F (SEQ ID No. 2) 



wherein: 

(a) Xi is deleted or is a natural or unnatural amino acid, 

(b) X2 is serine or alanine or a straight or branched chain amino acid, 

(c) X3 is a basic amino acid or straight chain aliphatic amino acid, 

(d) R is unchanged or conservatively substituted by a basic amino acid, 

(e) X4 is an amino acid that is capable of providing at least one site for 

participating in hydrogen bonding, 

(f) L is unchanged or conservatively substituted, 

(g) X5 is a natural or unnatural amino acid, or 

(h) F is unchanged or substituted by an aromatic amino acid. 
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22. (Previously Presented) A peptide consisting of the formula; 
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X,X 2 X 3 RX4LXjF (SEQIDNo.2), 

wherein 

(a) Xi is deleted or is a natural or unnatural amino acid residue, 

(b) X 2 is a natural or unnatural amino acid residue having an aromatic or 

aliphatic side chain, 

(c) X 3 is a basic residue, or an uncharged natural or unnatural amino acid 

residue, 

(d) arginine is replaced by a basic residue or an uncharged natural or 

unnatural amino acid residue, 

(e) X4 is a natural or unnatural amino acid residue, or an amino acid 

residue capable of forming a cyclic linkage, 

(f) leucine is replaced with a natural or unnatural amino acid residue 
having an aromatic or aliphatic side chain, 

(g) X 5 is a natural or unnatural amino acid residue having an aromatic or 

aliphatic side chain, 

(h) phenylalanine is replaced with a natural or unnatural amino acid, 

(i) X 5 and the terminal phenylalanine residue are reversed, or 

(j) the peptide is in cyclic form by the formation of a linkage between the 
side chain of X 4 and the C-terminus residue. 

23. (Original) A peptide according to claim 16, wherein X 2 is alanine. 

24. (Previously Presented) A peptide according to claim 16, wherein X s is 
isoleucine. 
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25. (Previously Presented) A peptide selected from the group consisting of: 

HSKRRLIF (SEQIDNo.34) 

HAKRRLIF (SEQIDNo. 35) 

HSKRRLFG (SEQIDNo.36) 

HAKRRLFG (SEQIDNo. 37) 

KACRRLFG (SEQIDNo. 38) 



KACRRLIF (SEQIDNo. 39) 





XI 


X2 


X3 


R 


X4 


L 


X5 


F 






n- 


Hie 


Ala 
Ala- 


Lys- 


Arg- 


Arg- 


Lcu- 


IIp. 
iic- 


rnc 


NT-T? 


fecrj in Na OR\ 


W 

n- 


Aid- 


Ala 


Lys- 


Arg- 


Arg- 


JjCU* 


llp. 

IIC* 


Php 
rnc 


XJ149 






14 

n- 


Al» 

Aia- 


Lys- 


Arg- 


Arg- 


T on 


11c- 


rnc 


XJU') 

-iNrlZ 


/qua rn Wo ai\ 


ri- 


r ya- 


Alo 


Lys- 


Arg- 


Arg- 


Lcii- 


TIp 


Php 

rnc 


WW 3 
-r^rit 


/cpn m Wn A0"\ 


ri- 


I ni- 


Aia- 


Lys- 


Arg- 


Arg- 


T mi 


iie- 


rnc 


MT40 
-INrlZ 


/Qpn th Wr> 

\Ot^ 11/ [NO. hj) 


14 
ti- 


nse- 


Alo 


Lys- 


Arg- 


Arg- 


Lr6U~ 


llf* 


P>ip 
rnc 




/Qpn th Wr* 


ll 

n- 


Php. 
rnc- 


/\la- 


Lys- 


Arg- 


Arg- 


X>cu~ 


I1p- 


rue 






M- 


Flak 


A la 
Ala- 


L.ys- 


Arg- 


Arg- 


Lcu- 


iie- 


Php 
rnc 




[oC^l lis riO* HO) 


ri- 


rllS- 


vjiy- 


Lys- 


Arg- 


Axg- 


Lcu- 


ne- 


Php 
rnc 




/CCA TT| Wn /17\ 


rt- 


rilS- 


ADU- 


Lys- 


Arg- 


Arg- 


T 

i>CU- 


I1p 
iie- 


PTip 
rnc 




(OL^ ID ISO. ho) 


u 
n- 


Wic 

nis- 


Nva- 


Lys- 


Arg- 


Arg- 


LrCU' 


Tfp 


Php 
rnc 




/ecn rn Wn AO\ 


ii 
ri- 


ms- 


Dim 
Dllg- 


Lys- 


Arg- 


Arg- 




Hp- 


Php 

rnc 


-lNriz 


^or-V< ID £NO. DUj 


rt- 




Val 

vai- 


Lys- 


Arg- 


Arg- 


L-CU- 


T1p 


PVip 

rnc 


MHO 


/"QPH TTi Wrt < 1 \ 

vot,y ijj no. j 1 ; 


Tj 

n- 


riis- 


iie- 


Lys- 


Arg- 


Arg- 


Leu- 


I1a 


Php 

rne 




/curt m *io\ 
(ony liy rvo. jzj 


14 


14 1 r 

rus- 


rng- 


L>ys- 


Arg- 


Arg- 


T 

LCU- 


I1p 


Php 

rne 


WHO 


^ot.y 1LI iNO. j 


14 


rlis- 


ruc- 


Lys- 


Arg- 


Arg- 


Leu- 


I1p 
lie- 


Php 

rnc 


WHO 


/ccn irk Wr* •jjit 


ri- 


nis* 


A fa 


A lo 

Aia- 


Arg- 


Arg- 


Lcu* 


Hp. 
lie- 


Php 

rne 


WHO 


/qpo Tn Wn 


fi- 


u; c 
riis- 


Aia- 


WIp 


Arg- 


Arg- 


Lcu- 


Tip 


Php 

rnc 


WHO 
-INxlZ 


ID INO. J/J 


H- 


riis- 


A f a 

Aia- 


A kit 

ADU- 


Arg- 


Arg- 


Lcu* 


lie- 


rne 




(&iiy IU iNO. jo) 


H- 


His- 


Ala- 


Leu- 


Arg- 


Arg- 


Leu- 


Ile- 


Phe 


-NH2 


(SEQ ID No. 59) 


H- 


His- 


Ala- 


Arg- 


Arg- 


Arg- 


Lcu- 


Ile- 


Phe 


-NH2 


(SEQIDNo. 60) 


H- 


His- 


Ala- 


Lys- 


Ala- 


Arg- 


Leu- 


Ile- 


Phe 


-NH2 


(SEQ ID No. 61) 


H- 


His- 


Ala- 


Lys- 


Cit- 


Arg- 


Lcu- 


I!e- 


Phe 


-NH2 


(SEQ ID No. 62) 


H- 


His- 


Ala- 


Lys- 


Hse- 


Arg- 


Leu- 


Ile- 


Phe 


-NH2 


(SEQIDNo. 63) 


H- 


His- 


Ala- 


Lys- 


His- 


Arg- 


Leu- 


Ile- 


Phe 


-NH2 


(SEQIDNo. 64) 


H- 


His- 


Aia- 


Lys- 


Nle- 


Arg- 


Leu- 


Ile- 


Phe 


-NH2 


(SEQIDNo. 65) 


H- 


His- 


Ala- 


Lys- 


Gln- 


Arg- 


Leu- 


Ile- 


Phe 


-NH2 


(SEQIDNo. 66) 


H- 


His- 


Ala- 


Lys- 


Lys- 


Arg- 


Leu- 


Ile- 


Phe 


-NH2 


(SEQIDNo. 67) 


H- 


His- 


Ala- 


Lys- 


Arg- 


Ala- 


Leu- 


Ile- 


Phe 


-NH2 


(SEQIDNo. 68) 


H- 


His- 


Ala- 


Lys- 


Arg- 


Asn- 


Leu- 


Ile- 


Phe 


-NH2 


(SEQ ID No. 69) 


H- 


His- 


Ala- 


Lys- 


Arg- 


Pro- 


Leu- 


Ile- 


Phe 


-NH2 


(SEQIDNo. 70) 


H- 


His- 


Aia- 


Lys- 


Arg- 


Ser- 


Leu- 


Ile- 


Phe 


-NH2 


(SEQIDNo. 71) 


H- 


His- 


Aia- 


Lys- 


Arg- 


Aib- 


Leu- 


Ilc- 


Phe 


-NH2 


(SEQIDNo. 72) 
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H- 


His- 


Ala- 


Lys- 


Arg- 


Sar- 


Leu- 


He- 


Phe 


-NH2 


(SEQIDNo. 73) 


H- 


His- 


Ala- 


Lys- 


Arg- 


Cit- 


Leu- 


De- 


Phe 


-NH2 


(SEQ ID No. 74) 


H- 


His- 


Ala- 


Lys- 


Arg- 


Arg- 


Ala- 


Ile- 


Phe 


-NH2 


(SEQIDNo. 1€) 


H- 


His- 


Ala- 


Lys- 


Arg- 


Arg- 


leu- 


Ile- 


Phe 


-NH2 


(SEQIDNo. 77) 


H- 


His- 


Ala- 


Lys- 


Arg- 


Arg- 


Ile- 


Ile- 


Phe 


-NH2 


(SEQIDNo. 78) 


H- 


His- 


Ala- 


Lys- 


Arg- 


Arg- 


Val- 


Ile- 


Phe 


-NH2 


(SEQIDNo. 79) 


H- 


His- 


Ala- 


Lys- 


Arg- 


Arg- 


Nle- 


Ile- 


Phe 


-NH2 


(SEQIDNo. 80) 


H- 


His- 


Ala- 


Lys- 


Arg- 


Arg- 


Nva- 


Ile- 


Phe 


-NH2 


(SEQ ID No. 81) 


H- 


His- 


Ala- 


Lys- 


Arg- 


Arg- 


Cha- 


Ile- 


Phe 


-NH2 


(SEQ ID No. 82) 


H- 


His- 


Ala- 


Lys- 


Arg- 


Arg- 


Phe- 


Ile- 


Phe 


-NH2 


(SEQIDNo. 83) 


H- 


His- 


A!a- 


Lys- 


Arg- 


Arg- 


INap- 


Ile- 


Phe 


-NH2 


(SEQ ID No. 84) 


H- 


His- 


Ala- 


Lys- 


Arg- 


Arg- 


Leu- 


Ala- 


Phe 


-NH2 


(SEQ ID No. 85) 


H- 


His- 


Aia- 


Lys- 


Arg- 


Arg- 


Leu- 


Leu- 


Phe 


-NH2 


(SEQ ID No. 86) 


H- 


His- 


Ala- 


Lys- 


Arg- 


Arg- 


Leu- 


Val- 


Phe 


-NH2 


(SEQ ID No. 87) 


H- 


His- 


Ala- 


Lys- 


Arg- 


Arg- 


Leu- 


Nle- 


Phe 


-NH2 


(SEQ ID No. 88) 


H- 


His- 


Ala- 


Lys- 


Arg- 


Arg- 


Leu- 


Nva- 


Phe 


-NH2 


(SEQIDNo. 89) 


H- 


His- 


Ala- 


Lys- 


Arg- 


Arg- 


Leu- 


Cha- 


Phe 


-NH2 


(SEQ ID No. 90) 


H- 


His- 


Ala- 


Lys- 


Arg- 


Arg- 


Leu- 


Phe- 


Phe 


-NH2 


(SEQ ID No. 91) 


H- 


His- 


Ala- 


Lys- 


Arg- 


Arg- 


Leu- 


lNap- 


Phe 


-NH2 


(SEQ ID No. 92) 




H- 


His- 


Ala- 


Lys- 


Arg- 


Arg- 


Leu- 


Phe 


-NH2 


(SEQIDNo. 93) 


H- 


His- 


Ala- 


Lys- 


Arg- 


Arg- 


Leu- 


Ile- 


Leu 


-NH2 


(SEQ ID No. 95) 


H- 


His- 


Ala- 


Lys- 


Arg- 


Arg- 


Leu- 


He- 


Cha 


-NH2 


(SEQ ID No. 96) 


H- 


His- 


Ala- 


Lys- 


Arg- 


Arg- 


Lcu- 


Ile- 


Hof 


-NH2 


(SEQ ID No. 97) 


H- 


His- 


Ala- 


Lys- 


Arg- 


Arg- 


Leu- 


Ile- 


Tyr 


-NH2 


(SEQ ID No. 98) 


H- 


His- 


Ala- 


Lys- 


Arg- 


Arg- 


Leu- 


Ile- 


pFPhe 


-NH2 


(SEQIDNo. 99) 


H- 


His- 


Ala- 


Lys- 


Arg- 


Arg- 


Leu- 


Ile- 


mFPhe 


-NH2 


(SEQIDNo. 100) 


H- 


His- 


Ala- 


Lys- 


Arg- 


Arg- 


Leu- 


Ile- 


Trp 


-NH2 


(SEQIDNo. 101) 


H- 


His- 


Ala- 


Lys- 


Arg- 


Arg- 


Lcu- 


Ile- 


INap 


-NH2 


(SEQIDNo. 102) 


H- 


His- 


Ala- 


Lys- 


Arg- 


Arg- 


Leu- 


Ile- 


2Nap 


-NH2 


(SEQIDNo. 103) 


H- 


His- 


Ala- 


Lys* 


Are- 


Arc- 


Leu- 


Ile- 


Lys 


-NH2 


fSEOIDNo 104) 


ii 
n- 


it;_ 

riis- 


Ala- 


r \M? 
L.ys- 


Arg- 


Arg- 




llc- 


Tir 


-isriz 


^oCy 1U XNO. l\JJ) 


H- 


His 


Ala 


Lys 


Arg 


Arg 


Leu 


Ile 


L-Pse 


OH 


(SEQ ID No. 106) 


H- 


His 


Ala 


Lys 


Arg 


Arg 


Leu 


He 


D-Pse 


OH 


(SEQIDNo. 107) 


H- 


His 


Ser 


Lys 


Arg 


Arg 


Leu 


lie 


L-Pse 


OH 


(SEQ ID No. 108) 


H- 


His 


Ser 


Lys 


Arg 


Arg 


Leu 


lie 


D-Pse 


OH 


(SEQ ID No. 109) 


H- 


His 


Ala 


Lys 


Arg 


Arg 


Leu 


He 


L-Psa 


OH 


(SEQ ID No. 1 10) 


H- 


His 


Ala 


Lys 


Arg 


Arg 


Leu 


He 


D-Psa 


OH 


(SEQIDNo. Ill) 


H- 


His 


Ser 


Lys 


Arg 


Arg 


Leu 


He 


L-Psa 


OH 


(SEQIDNo. 112) 


H- 


His 


Ser 


Lys 


Arg 


Arg 


JLeu 


lie 


D-Psa 


Uxi 


(otv ^O. 1 13) 


n- 


MIS 


Ala 

Ala 


Lys 


Arg 


Arg 


Leu 


lie 


Dim 






H- 


His 


Ser 


Lys 


Arg 


Arg 


Leu 


He 


Dhp 


OH 


(SEQ ID No. 115) 


H- 


His 


Ala 


Lys 


Arg 


Arg 


Leu 


He 


Pheol 




(SEQIDNo. 116) 


H- 


His 


Ser 


Lys 


Arg 


Arg 


Leu 


He 


Pheol 




(SEQIDNo. 117) 


H- 


Ala- 


Ala- 


Abu- 


Arg- 


Arg- 


Leu- 


Ile- 


pFPhe 


-NH2 


(SEQIDNo. 118) 


H- 


Ala- 


Ala- 


Lys- 


Arg- 


Arg- 


Leu- 


Ile- 


pFPhe 


-NH2 


(SEQIDNo. 119) 
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H- 


Ala- 


Ala- 


Lys- 


Arg- 


Cit- 


Leu- 


Ilc- 


pFPhe 


-NH2 


(SEQIDNo. 120) 


H- 


Ala- 


Ala- 


Lys- 


Arg- 


Arg- 


Leu- 


Ala- 


pFPbe 


-NH2 


(SEQ ID No. 121) 


H- 


Ala- 


Ala- 


Abu- 


Arg- 


Ser- 


Leu- 


Ilc- 


pFPhe 


-NH2 


(SEQIDNo. 122) 


H- 


Ala- 


Ala- 


Lys- 


Gln- 


Arg- 


Lcu- 


Uc- 


pFPhe 


-NH2 


(SEQIDNo. 123) 


H- 


Ala- 


Ala- 


Lys- 


Arg- 


Arg- 


Leu- 


Ilc- 


pFPhe 


-NH2 


(SEQIDNo. 124) 


H- 


Gly- 


Ala- 


Lys- 


Arg- 


Arg- 


Lcu- 


11c- 


pFPhe 


-NH2 


(SEQIDNo. 125) 


H- 


Ala- 


Ala- 


Lys- 


hArg- 


Arg- 


Leu- 


Ilc 


pFPhe 


-NH2 


(SEQIDNo. 126) 


H- 


Ala- 


Ala- 


Lys- 


Ser- 


Arg- 


Leu- 


11c- 


pFPhe 


-NH2 


(SEQIDNo. 127) 


H- 


Ala- 


Ala- 


Lys- 


Hse- 


Arg- 


Lcu- 


Ile- 


pFPhe 


-NH2 


(SEQIDNo. 128) 


H- 


Ala- 


Ala- 


Lys- 


Arg- 


Lys- 


Leu- 


11c- 


pFPhe 


-NH2 


(SEQIDNo. 129) 


H- 


Ala- 


Ala- 


Lys- 


Arg- 


Om- 


Lcu- 


Ile- 


pFPhe 


-NH2 


(SEQIDNo. 130) 


H- 


Ala- 


Ala- 


Lys- 


Arg- 


Gln- 


Leu- 


lle- 


pFPhe 


-NH2 


(SEQ ID No. 131) 


H- 


Ala- 


Ala- 


Lys- 


Arg- 


Hse- 


Leu- 


Ile- 


pFPhe 


-NH2 


(SEQIDNo- 132) 


H- 


Ala- 


Ala- 


Lys- 


Arg- 


Thr- 


Leu- 


Ile- 


pFPhe 


-NH2 


(SEQIDNo. 133) 


H- 


Ala- 


Ala- 


Lys- 


Arg- 


Nva- 


Leu- 


11c- 


pFPhe 


-NH2 


(SEQIDNo. 134) 


H- 


Ala- 


Ala- 


Lys- 


Arg- 


Arg- 


Phg- 


Uc- 


pFPhe 


-NH2 


(SEQIDNo. 135) 


H- 


Ala- 


Ala- 


Lys- 


Arg- 


Arg- 


Met- 


Ile- 


pFPhe 


-NH2 


(SEQIDNo. 136) 


H- 


Ala- 


Ala- 


Lys- 


Arg- 


Arg- 


Ala- 


Ile- 


pFPhe 


-NH2 


(SEQIDNo. 137) 


H- 


Ala- 


Ala- 


Lys- 


Arg- 


Arg- 


Hof- 


He- 


pFPhe 


-NH2 


(SEQIDNo. 138) 


H- 


Ala- 


Ala- 


Lys- 


Arg- 


Arg- 


hLeu- 


lle- 


pFPhe 


-NH2 


(SEQ ID No. 139) 


H- 


Ala- 


Ala- 


Lys- 


Arg- 


Arg- 


alle- 


ne- 


pFPhe 


-NH2 


(SEQ ID No. 140) 


H- 


Ala- 


Ala- 


Lys- 


Arg- 


Arg- 


Leu- 


Gly- 


pFPhe 


-NH2 


(SEQIDNo. 141) 


H- 


Ala- 


Ala- 


Lys- 


Arg- 


Arg- 


Leu- 


pAla 


pFPhe 


-NH2 


(SEQIDNo. 142) 


H- 


Ala- 


Ala- 


Lys- 


Arg- 


Arg- 


Leu- 


Phg- 


pFPhe 


-NH2 


(SEQIDNo. 143) 


H- 


Ala- 


Ala- 


Lys- 


Arg- 


Arg- 


Leu- 


Aib- 


pFPhe 


-NH2 


(SEQIDNo. 144) 


H- 


Ala- 


Ala- 


Lys- 


Arg- 


Arg- 


Leu- 


Sar- 


pFPhe 


-NH2 


(SEQIDNo. 145) 


H- 


Ala- 


Ala- 


Lys- 


Arg- 


Arg- 


Leu- 


Pro- 


pFPhe 


-NH2 


(SEQ ID No. 146) 


H- 


Ala- 


Ala- 


Lys- 


Arg- 


Arg- 


Leu- 


Bug- 


pFPhe 


-NH2 


(SEQIDNo. 147) 


H- 


Ala- 


Ala- 


Lys- 


Arg- 


Arg- 


Leu- 


Ser- 


pFPhe 


-NH2 


(SEQ ID No. 148) 


H- 


Ala- 


Ala- 


Lys- 


Arg- 


Arg- 


Leu- 


Asp- 


pFPhe 


-NH2 


(SEQIDNo. 149) 


H- 


Ala- 


Ala- 


Lys- 


Arg- 


Arg- 


Leu- 


Asn- 


pFPhe 


-NH2 


(SEQIDNo. 150) 


H- 


Ala- 


Ala- 


Lys- 


Arg- 


Arg- 


Leu- 


pFPhe- 


Phe 


-NH2 


(SEQIDNo. 151) 


H- 


Ala- 


Ala- 


Lys- 


Arg- 


Arg- 


Leu- 


diClPhe 


Phe 


-NH2 


(SEQIDNo. 152) 


H- 


Ala- 


Ala- 


Lys- 


Arg- 


Arg- 


Leu- 


pClPhe- 


Phe 


-NH2 


(SEQIDNo. 153) 


H- 


Ala- 


Ala- 


Lys- 


Arg- 


Arg- 


Leu- 


mOPhe 


Phe 


-NH2 


(SEQIDNo. 154) 


H- 


Ala- 


Ala- 


Lys- 


Arg- 


Arg- 


Leu- 


oClPhe- 


Phe 


-NH2 


(SEQIDNo. 155) 


H- 


Ala- 


Ala- 


Lys- 


Arg- 


Arg- 


Lcu- 


plPhe- 


Phe 


-NH2 


(SEQIDNo. 156) 


H- 


Ala- 


Ala- 


Lys- 


Arg- 


Arg- 


Leu- 


TyrMe- 


Phe 


-NH2 


(SEQIDNo. 157) 


H- 


Ala- 


Ala- 


Lys- 


Arg- 


Arg- 


Leu- 


Thi- 


Phe 


-NH2 


(SEQIDNo. 158) 


H- 


Ala- 


Ala- 


Lys- 


Arg- 


Arg- 


Leu- 


Pya- 


Phe 


-NH2 


(SEQIDNo. 159) 


H- 


Ala- 


Ala- 


Lys- 


Arg- 


Arg- 


Leu- 


Ile- 


diClPhe 


-NH2 


(SEQIDNo. 160) 


H- 


Ala- 


Ala- 


Lys- 


Arg- 


Arg- 


Lcu- 


Ile- 


pOPhe 


-NH2 


(SEQIDNo. 161) 


H- 


Ala- 


Ala- 


Lys- 


Arg- 


Arg- 


Leu- 


Ile- 


mClPhe 


-NH2 


(SEQIDNo. 162) 
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H- 


Ala- 


Ala- 


Lys- 


Arg- 


Arg- 


Leu- 


Ile- 


oClPhe 


-NH2 


(SEQIDNo. 163) 


H- 


Ala- 


Ala- 


Lys- 


Arg- 


Arg- 


Leu- 


Ile- 


Phg 


-NH2 


(SEQ ID No. 164) 


H- 


Ala- 


Ala- 


Lys- 


Arg- 


Arg- 


Leu- 


lie- 


TyrMe 


-NH2 


(SEQIDNo. 165) 


H- 


Ala- 


Ala- 


Lys- 


Arg- 


Arg- 


Leu- 


He- 


Thi 


-NH2 


(SEQ ID No. 166) 


H- 


Ala- 


Ala- 


Lys- 


Arg- 


Arg- 


Lcu- 


lle- 


Pya 


*NH2 


(SEQ ID No. 167) 


H- 


Ala- 


Ala- 


Lys- 


Arg- 


Arg- 


Leu- 


ne- 


Inc 


-NH2 


(SEQIDNo. 168) 



and the cyclic peptides: 

5,8-cyclo-[H-His-Ala-Lys-Arg-Lys-Leu-Phe-Gly] (SEQ ID No. 

169) 

5,8-cyclo-[H-His-Ala-Lys-Arg-Orn-Leu-Phe-Gly] (SEQ ID No. 

170) 



26-35. (Cancelled) 



36. (Previously Presented) An assay for the identification of compounds that interact 
with a cyclin or a cyclin when complexed with the physiologically relevant CDK, 
comprising; 

(a) incubating a candidate compound and a peptide consisting of formula II 
X^XjIOQLXsF (SEQ ID No. 2) 

wherein Xj, X 3 , X4 and X 5 are each a natural or unnatural amino acid and X2 is serine 
or alanine and a cyclin or cyclin/CDK complex; 

(b) detecting binding of either the candidate compound or the peptide of formula II 
with cyclin. 



37-40. (Cancelled) 



41. (Previously Presented) An assay according to claim 36, wherein the cyclin is 
selected from cyclin A, cyclin E or cyclin D. 

42. (Original) An assay according to claim 41 wherein the cyclin is cyclin A. 

43. (Cancelled) 



44. (Previously Presented) An assay according to claim 36, wherein at least one of 
the assay components is bound to a solid phase. 
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45. (Original) An assay according to claim 44, wherein the p21 derived peptide is 
labeled such as to emit a signal when bound to said cyclin. 

46. (Original) An assay according to claim 44, wherein the cyclin is labeled such as 
to emit a signal when bound to the p21 derived peptide. 

47. (Original) An assay according to claim 45, wherein one of the assay components 
is labeled with a fluorescence emitter and the signal is detected using fluorescence 
polarisation techniques. 

48-54. (Cancelled) 

55. (Previously Presented) A peptide according to claim 22, wherein Xi is selected 
from the group consisting of histidine, alanine, 3-pyraldylalanine (Pya), 2- 
thienylalanine (Thi), homoserine (Hse), phenylalanine and diaminobutyric acid (Dab). 

56. (Previously Presented) A peptide according to claim 22, wherein X 2 is selected 
from the group consisting of alanine, glycine, aminobutyric acid (Abu), norvaline 
(Nva), t-butylglycine (Bug), valine, phenylglycine (Phg) and phenylalanine. 

57. (Previously Presented) A peptide according to claim 22, wherein X 3 is selected 
from the group consisting of lysine, arginine, norleucine (Nle), aminobutyric acid 
(Abu) and leucine. 

58. (Previously Presented) A peptide according to claim 22, wherein arginine is 
replaced by lysine, citrulline (Cit), homoserine, histidine, norleucine (Nle) or 
glutamine. 

59. (Previously Presented) A peptide according to claim 22, wherein X4 is selected 
from the group consisting of arginine, asparagines, praline, serine, aminoisobutyric 
acid (Aib), sarcosine, lysine and ornithine. 
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60- (Previously Presented) A peptide according to claim 22, wherein leucine is 
replaced by norleucine, norvaline, cyclohexylalanine (Cha), phenylalanine or 1- 
napthylalanine (INal). 

61. (Previously Presented) A peptide according to claim 22, wherein X5 is selected 
from the group consisting of isoleucine, norleucine, norvaline, cyclohexylalanine 
(Cha), phenylalanine and 1-napthylalanine (INal). 

62. (Previously Presented) A peptide according to claim 22, wherein phenylalanine 
is replaced by leucine, cyclohexylalanine (Cha), homophenylalanine (Hof), tyrosine, 
para-fluorophenylalanine (pFPhe), meta-flurophenylalanine (mFPhe), tryptophan, i- 
napthylalanine (INal), 2-napthylalanine (2Nal), biphenylalanine (Bip) or (Tic). 

63. (New) The peptide of claim 20, wherein the peptide is modified by deletion of 
one or more amino acid residues. 

64. (New) The peptide of claim 20, wherein the peptide is modified by substitution of 
one or more natural amino acid residues by the corresponding D-stereomer. 

65. (New) The peptide of claim 20, wherein the peptide is a cyclic. 

66* (New) The peptide of claim 20, wherein the peptide is modified by reversing the 
order of the final two residues at the C-terminal end. 

67. (New) The peptide of claim 21 , wherein Xi is deleted or is a natural or unnatural 
amino acid. 

68. (New) The peptide of claim 2 1 , wherein X2 is serine or alanine or a straight or 
branched chain amino acid. 
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69. (New) The peptide of claim 21 , wherein X3 is a basic amino acid or straight chain 
aliphatic amino acid. 

70. (New) The peptide of claim 21, wherein R is unchanged or conservatively 
substituted by a basic amino acid. 

71. (New) The peptide of claim 21, wherein X4 is an amino acid that is capable of 
providing at least one site for participating in hydrogen bonding. 

72. (New) The peptide of claim 21, wherein L is unchanged or conservatively 
substituted. 

73. (New) The peptide of claim 21, wherein X5 is a natural or unnatural amino acid. 

74. (New) The peptide of claim 21, wherein F is unchanged or substituted by an 
aromatic amino acid. 

75. (New) The peptide of claim 22, wherein Xi is deleted or is a natural or unnatural 
amino acid residue. 

76. (New) The peptide of claim 22, wherein X 2 is a natural or unnatural amino acid 
residue having an aromatic or aliphatic side chain. 

77. (New) The peptide of claim 22, wherein X3 is a basic residue, or an uncharged 
natural or unnatural amino acid residue. 

78. (New) The peptide of claim 22, wherein arginine is replaced by a basic residue or 
an uncharged natural or unnatural amino acid residue. 

79. (New) The peptide of claim 22, wherein X4 is a natural or unnatural amino acid 
residue, or an amino acid residue capable of forming a cyclic linkage. 
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80. (New) The peptide of claim 22, wherein leucine is replaced with a natural or 
unnatural amino acid residue having an aromatic or aliphatic side chain. 

81. (New) The peptide of claim 22, wherein X 5 is a natural or unnatural amino acid 
residue having an aromatic or aliphatic side chain. 

82. (New) The peptide of claim 22, wherein phenylalanine is replaced with a natural 
or unnatural amino acid. 

83. (New) The peptide of claim 22, wherein X5 and the terminal phenylalanine 
residue are reversed. 

84. (New) The peptide of claim 22, wherein the peptide is in cyclic form by the 
formation of a linkage between the side chain of X4 and the C-terminus residue. 



